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HHàà gengen ll�� tt……pp hh×× pp
toto�� nn bb�� cc¶¶cc gengen

99700
Human

immunodeficiency
virus (HIV)

3,2004.6 millionBacterium (E. coli)
6,00012.1 millionYeast (S. cerevisiae)

13,000137 millionFruit fly
(D. melanogaster)

19,00097 millionRoundworm
(C. elegans)

25,000100 millionMustard weed
(A. thaliana)

30,0002.6 billionLaboratory mouse
(M. musculus)

30,0003 billionHuman
(Homo sapiens)
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Genome Size
(bases)
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NGUYƒN L§ GINGUYƒN L§ GI '' M �M � ““NH GEN (ADN)NH GEN (ADN)

a. C¶c locut ‰ahånh (1%)
b. C¶c locut tr˝n nhiÀ m sˆ c th¯ thç Łng
c. C¶c locut tr˝n nhiÀ m sˆ c th¯ giÙ i tØnh
d. Œng dº ng thì c tiÀ n



LOCUT D1S80LOCUT D1S80

Beginning sequenceBeginning sequence RepeatRepeat 1 RepeatsRepeats 2-15 TerminalTerminal
(115 nu.)            (14 nu.) (16 nu.)                        (32 nu.)

Mç � i ‰o� n l� p ‰� u ti˝n c� a alen 18:

1) TCAGC     CCA -A      GG -AA     G
2) acagaccacaggcaag
3) gaggaccaccggaaag
4) gaagaccaccggaaag
5) gaagaccaccggaaag
6) gaagaccacaggcaag
7) gaggaccaccggaaag
8) gaggaccaccggcaag
9) gaggaccaccggcaag
10) gaggaccaccaggaag

Mí i Mí i



1080B14

1010B13

940B12

870B11

800B10

730B9

660B8

590B7

520B6

450B5

380B4

310B3

240B2

170B1

� � d� i
(bp)

Alen

LocutYNZ22



GIGI'' TRTR““THTHîî C TIC TI†† NN
CCïï A SA Sðð  Læ Læòò NG VNG V�� TTóó N SN Sðð ALENALEN

1 locut: 1/29 = 1/29 � 96,55%
2 locut: 1/29 x 1/14 = 1/406 � 99,75%
3 locut: 1/29 x 1/14 x 1/15 = 1/6090 � 99,98%
4 locut: 1/29 x 1/14 x 1/15 x 1/27 = 1/164 430 � 99,99%

26 locut � 99,999999999999999999999999%



TTóó N SN Sðð ALEN CALEN Cïï A LOCUTA LOCUT D1S80D1S80
((11021102 ccáá thth�� , 12, 12 �� 1010 -- 2004)2004)

TÇnsèalend1s80
(trªn380ng­êiViÖtNam, 8/11/2002)

5.131095772714

7.761615612613

9.742045452512

13.032605292411

10.002065132310

9.74204497229

8..29174481218

4.4788465207

2.8955449196

8.42184433185

4.7496417174

2.7649401163

0.397385152

0.397369141

%Sœmßu� � lÙ n (bp)AlenN



Tü NG Kþ T
(1102(1102 cc¶¶ thth¯̄ , 12, 12 �� 1010 -- 2004)2004)

--13 1,1616 (34,88%)9/12226HPRTB9

--12 (3,03%)15 (42,42%)5/5292DYS3938

--24 (1,96%)26 (49,02%)9/10292DYS3907

--26, 28
(4,00%)

34 (28,00%)9/9328DYS389II6

--12 (4,17%)16 (52,08%)6/7316DYS389I5

55,2244,78203bp
(2,99%)

183bp
(23,88%)

7/7562HUMTH014

65,8334,17D (0,42%)43 (25,83%)22/29666ApoB3

83,1216,88B14 (0,22%)B1(15,12%)14/14886YNZ222

87,3712,6333, 34, 40
(0,13%)

24 (13,03%)29/291102D1S801

D� h� p t�

(%)

� � ng
h� p t�

(%)

Alen có t� n
s� th� p nh� t

(%)

Alen có t� n
s� cao nh� t

(%)
S� alen

ph¶t hià n
S� m� uLocutN



TT�� nn ssœœalenalen cc¶¶cc locutlocut tr˝ntr˝n NSTNST thçthç ŁŁ ngng

0,7881742

2,4517316,02880,4580141

6,9516920,02840,851280,12~1150B0,0478540

8,9916522,02804,241242,26~1100A0,2576939

18,4016125,027615,251202,261003580,4975338

27,2015712,027211,441161,619575573737

14,721532,02682,541121,07927530,2072136

14,931492640,851081,43897510,0870535

5,521452601042,03867490,2068934

0,821413,02562,541004,11837470,0867333

D16S539
(489 m� u, DHT: 68%)

25212,719618,77807450,6665732

1,4516924829.669226,82777430,7464131

6,5416524419,928813,11762421,1562530

12,9716110,61747413,9960929

22,41157D8S306
(50 m� u, DHT: 46%)

CD4
(118 m� u, DHT: 51% )

6,08717392,2259328

25,001530,191080B143,52687374,5257727

17,1214910200,191010B130,0668737.17,5256126

8,091450,109701,13940B121,556723611,0554525

1,451410,309201,46870B110,0665335.312,8652924

3,111373,668703,10800B103,0765735.28,6351323

1,871337,628205,16730B90,0665535.112,0049722

D5S818
(482 m� u, DHT: 69%)

2,777708,73
660B8

0,42
627339,2048121

0,332071,297208,080590B70,24597314,2346520

2,172032,2867012,54520B60,06567291,9744919

14,111995,4562011,13450B50,06537279,0043318

22,721958,2257014,60380B40,06522265,1841717

17,611912,975209,86310B30,06507251,9340116

19,1118754,854707,51240B20,06477230,2938515

23,9418310,5042016,34170B10,06447210,2936914

Tần số(%)� ộd� i (bp)Tần số(%)� ộd� i (bp)Tần số(%)� ộd� i (bp)AlenTần số(%)� ộd� i (bp)AlenTần số(%)� ộd� i (bp)Alen

HUMTHO1
(900 mẫu, DHT: 66%))

IgJh
(505 m� u, DHT: 53%)

YNZ22
(1065 m� u, DHT: 86% )

ApoB
(839 m� u, DHT: 66% )

D1S80
(1217 m� u, DHT: 85%)



LL�� A CHA CH¡¡ N LOCUTN LOCUT
CHO XCHO X¥¥ T NGHIT NGHI¤¤ M ADNM ADN
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 Locut HPRTB
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