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From DNA to Humans

DNA Codes for ~80,000
different proteins in
trillions of cells

cG TT.CTE TATTAACA...

GCAAGAGATAATTGT...

3 billionn DNA subunits
irt the cell nuclens
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Organism Genome Size  Estimated
(bases) Genes

(Homo lens) 3 billion 30,000

Laboratory mouse -
(M. mus%ulus) 2.6 billion 30,000

l\éIAU_ﬂtﬁra?i\évne;d 100 million 25,000

l(:{(c;)_ “Q%‘gg’rﬁg 97 million 19,000

O. ety ey 137million 13,000

Yeast (S cerevisiae) 12.1 million 6,000
Bacterium (E. coli) 4.6 million 3,200
Human

H uman genome i mrslijrrsj%d(?_fl ilcii/ ?ncy 9700 9




183 million bases
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a. CYc locut %oahnh (1%)

b. CYc locut tr'n nhilm s”c th thlkng
c. CYic locut tr'n nhildn s"c th gili t@h
d. (&g d° ng thlc tilh
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Beginning sequence Repeat 1
(115 nu.) (14 nu.)
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Terminal
(16 nu.) (32 nu.)

MO %edIn 10p %bu ti'n cllaalen1 8

TCAGC CCA-A GG-AA G
acagaccacaggcaag
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cggaaag
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CrA‘u"}xA T LA C T GGlAA " G
10) GAGGA™~ CCACC"™"AGGAA G
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1/29 =1/29 [] 9

1/29 x 1/14 = 1/406 [ 99

1/29 x 1/14 x 1/15 = 1/6090 [ 99,9

1/29 x 1/14 x 1/15 x 1/27 = 1/164 430 [ 99,99
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TLN S ALEN CUA LOCUT D1S80
(1102 cathll 12 [110 - 2004)

Al en OOIOn(b p Scem(3u
14 369 7
15 385 7
16 401 49
17 417 96
18 433
19 449 55
20 4605 8 8
21 481
22 497
2 3 513
2 4 529
25 545

26 | 561

27 577
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TLUNG KOT

(1102 ¢ th—, 12 110 - 2004)

Alencotlh  Alencotlh
L oc utSImiu Salen slicao nhlt  sUth(p nhit

ph{t hilh ( %) ( %)

D1S80 1102 29/2924 (13,03%) 34, 12Q 63
(0, 13 %)

YNZ22 886 14/ 14B1(15, 1B%Y (0, 2266) 88

ApoB 666 22/ 2943 (25, 8B%)0, 42%B)4, 17
HUMTHO1 56 2 717 1 818p 2 018 p 44,78
(23, 88%)(2, 99 %)
DYS3891316 6/7 16 (52, 018%)(4, 17 %)
DYS3891 828 9/ 9 34 (28, 00%), 28 -
(4, 00 %)
DYS390 292 9/ 10 26 (49, 0246)( 1, 96 %)

DYS393 292, 55 15 (42,42%) =)
e

HPRTB 226 9/12 16 (34,88%) 131,16

12.(3,03%)




TLh scealen cYc locut tr'n NST th{Jk ng

D1S80 ApoB YNZ22 IgJh HUMTHO1
(21217 mCu, DHT: 85%) (839 m[Lu, DHT: 66% ) (2065 m[u, DHT: 86% ) (505 mLu, DHT: 53%) (900 mau, DHT: 66%))

Alen DodLi (bp) Té s6(%) Alen DodLi (bp) T s6(%) Alen DodL (bp) Té s6(%) DodL (bp) T s6(%) 06dCi (bp) Ta s6(%)

14 369 0,29 21 447 0,06 B1 170 16,34 420 10,50 183 23,94
15 385 0,29 ] 477 0,06 B2 240 7,51 470 54,85 187 19,11
16 401 1,93 25 507 0,06 B3 310 9,86 520 2,97 191 17,61
17 417 5,18 26 522 0,06 B4 380 14,60 570 195 22,72
18 433 9,00 27 537 0,06 B5 450 11,13 620 199 14,11
19 449 1,97 29 567 0,06 B6 520 12,54 , 203

20 465 4,23 il 597 0,24 B7 590 8,080 ' 207

0,42 8,73 D5S818
21 481 9,20 33 627 B8 660 (482 mLL, DHT: 69%)

22 497 12,00 . 655 0,06 B9 730 5,16 133 1,87
23 513 8,63 . 657 3,07 800 3,10 137
24 529 12,86 . 653 0,06 870 1,46 . 141
25 545 11,05 672 1,55 940 1,13 145
26 561 7,52 . 687 0,06 1010 0,19 149
27 577 4,52 687 3,52 1080 0,19 153

28 593 2,22 717 6,08 CD4 D8S306 157
29 609 3,99 10,61 (118 m[u, DHT: 51% (50 m[Cu, DHT: 46%) 161

30 625 1,15 13,11 88 244 165
31 641 0,74 26,82 92 248 169

18,77 96 252 D16S539
32 657 0,66 (489 mLu, DHT: 68%)

33 673 0,08 4,11 256 141
34 689 0,20 145
35 705 0,08 149

36 721 0,20
37 737

~38 753

39 769
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